
chromosome 10

p12.31

chromosome 10

p12.31

DNAJC1
ENST00000376980.8

NEBL
ENST00000417816.2

breakpoint1
chr10:22003213

breakpoint2
chr10:21172477

0

1329

C
ov

er
ag

e

12 11 10 9 8 7 6 5 4 3 2 1 7 6 5 4 3 2 1

1 765432

2 kbp
introns not to scale

NEBL

DNAJC1

1

10
11

12
13 14 15 16 17 18 19

2
202122

3
45

6
7

8
9

X
Y

translocation
duplication

deletion
inversion

DNAJC1 NEBL

RETAINED PROTEIN DOMAINS
reading frame unclear

DnaJ domain

Variant SH3 domain

Nebulin repeat

LIM domain

SUPPORTING READ COUNT

Split reads = 221
Discordant mates = 0



chromosome 10

p12.31

chromosome 10

p12.31

DNAJC1
ENST00000376980.8

NEBL
ENST00000675702.1

breakpoint1
chr10:22003213

breakpoint2
chr10:21251828

0

1329

C
ov

er
ag

e

12 11 10 9 8 7 6 5 4 3 2 1 9 8 7 6 5 4 3 2 1

1 98765432

3 kbp
introns not to scale

NEBL

DNAJC1

1

10
11

12
13 14 15 16 17 18 19

2
202122

3
45

6
7

8
9

X
Y

translocation
duplication

deletion
inversion

DNAJC1

RETAINED PROTEIN DOMAINS
reading frame unclear

DnaJ domain

SUPPORTING READ COUNT

Split reads = 9
Discordant mates = 0



chromosome 19

p13.3

chromosome 19

p13.3

CBARP
ENST00000382477.6

SBNO2
ENST00000361757.8

breakpoint1
chr19:1233426

breakpoint2
chr19:1154402

0

2718

C
ov

er
ag

e

10 9 8 7 6 5 4 3 2 1 32 31 30 29 28 27 26 25 24 23 22 21 20 19 18 17 16 15 14 13 12 11 10 9 8 7 6 5 4 3 2 1

87654321 323130292827262524232221201918171615141312111098765432

3 kbp
introns not to scale

SB
N

O
2

CBARP

1

10
11

12
13 14 15 16 17 18 19

2
202122

3
45

6
7

8
9

X
Y

translocation
duplication

deletion
inversion

CBARP SBNO2

RETAINED PROTEIN DOMAINS
reading frame unclear

C−terminal domain on Strawberry notch homologue

P−loop containing NTP hydrolase pore−1

SUPPORTING READ COUNT

Split reads = 18
Discordant mates = 0



chromosome 10

q22.1

chromosome 10

q22.1

SLC29A3
ENST00000373189.6

CDH23
ENST00000224721.12

breakpoint1
chr10:71356243

breakpoint2
chr10:71439827

0

551

C
ov

er
ag

e

1 2 3 4 5 6 1 2 3 4 5 6 7 8 910111213141516171819202122232425262728293031 32 333435363738 394041424344454647 48 4950 51525354 55 56575859 60 616263646566676869 70

1 2 3 4 52 3 4 5 6 7 8 910111213141516171819202122232425262728293031 32 333435363738 394041424344454647 48 4950 51525354 55 56575859 60 616263646566676869 70

6 kbp
introns not to scale

SLC29A3

CDH23

1

10
11

12
13 14 15 16 17 18 19

2
202122

3
45

6
7

8
9

X
Y

translocation
duplication

deletion
inversion

SLC29A3 CDH23

RETAINED PROTEIN DOMAINS
reading frame unclear

Nucleoside transporter

Cadherin domain

SUPPORTING READ COUNT

Split reads = 4
Discordant mates = 0


