chromosome 5 chromosome 5

pl3.2 gql3.2
— —
breakpointl breakpoint2
chr5:3417582|2 cl;nr5:71003857
4545 ! !
] ] 1
g ' |
9] l ]
3 ! 1
() 1 1
0 i 1
1
-
& £
1
1
AC138409.2

ENST00000514048.5

3 kbp |
' introns not to scale

> RETAINED PROTEIN DOMAINS
2 reading frame unclear
=<

SUPPORTING READ COUNT

Split reads = 125
Discordant mates = 0

NAIP

Inhibitor of Apoptosis domain—

NACHT domain
NOD2 winged helix domain
NLRC4 helical domain-

translocation deletion
duplication inversion



chromosome 5 chromosome 5

pl3.2 gql3.2
— —
breakpointl breakpoint2
chr5:3417544:.5 cI;nr5:71003857

4545 X '
] ] 1
2 ! ]
) 1 1
3 ! 1
(&) 1 |
0 ! 1

1

6
1
1
AC138409.2

ENST00000514048.5

3 kbp |
' introns not to scale

> RETAINED PROTEIN DOMAINS
2 reading frame unclear
=<

SUPPORTING READ COUNT

Split reads = 24
Discordant mates = 0

NAIP

Inhibitor of Apoptosis domain—

NACHT domain
NOD2 winged helix domain
NLRC4 helical domain-

translocation deletion
duplication inversion



chromosome 17

p13.3

chromosome 17
g23.2
ﬁ I//_/J\‘

breakpoint2
cr|1r17:106864

breakpointl
chrl7:62560126
5255 U
S
]
[
3
(s}
0

- L AC2405651
__ - - “ENST00000624936.2

2 kbp |
' introns not to scale '

SUPPORTING READ COUNT

Split reads = 69
Discordant mates = 0

No protein domains retained in fusion.

deletion
inversion

translocation
duplication



chromosome 17 chromosome 17

g25.1 g25.1
breakpointl breakpoint2
chr1g6735452582|5 cr|1r17:75471800

Coverage

0

LLGL2 , TMEMO94 .
ENST00000392550:8 e ENST00000314256.12 ,

\ 4 kbp |

introns not to scale

RETAINED PROTEIN DOMAINS
reading frame unclear

SUPPORTING READ COUNT

Split reads = 13
Discordant mates = 0

TMEM94
Cation transporting ATPase, C-terminus

translocation deletion
duplication inversion



chromosome 17 chromosome 17

g25.1 g25.1
—_—
breakpointl breakpoint2
chr(l);:175533795 cl?r17:75471800

0

Coverage

TTTRIiiee J TMEM94 .
ENST00000578363:5- _ _ . ENST00000314256.12 .

\ 3 kbp |
introns not to scale

RETAINED PROTEIN DOMAINS
reading frame unclear

SUPPORTING READ COUNT

Splitreads =1
Discordant mates = 0

TMEM94

Cation transporting ATPase, C-terminus

translocation deletion
duplication inversion



