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KRAB box

Ankyrin repeats (many copies)

Ankyrin repeats (3 copies)

SUPPORTING READ COUNT

Split reads = 116
Discordant mates = 0
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Poly (ADP−ribose) glycohydrolase (PARG)

40S ribosome biogenesis protein Tsr1 and BMS1 C−terminal

AARP2CN (NUC121) domain

SUPPORTING READ COUNT

Split reads = 62
Discordant mates = 0


