
chromosome 17

q21.31

chromosome 19

p13.3

UBTF
ENST00000527034.5

ZBTB7A
ENST00000601588.1

breakpoint1
chr17:44220740

breakpoint2
chr19:4055247

0

3144

C
ov

er
ag

e

20 19 18 17 16 15 14 13 12 11 10 9 8 7 6 5 4 3 2 1 3 2 1

1 32

2 kbp
introns not to scale

U
B

TF
ZB

TB
7A

1

10
11

12
13 14 15 16 17 18 19

2
202122

3
45

6
7

8
9

X
Y

translocation
duplication

deletion
inversion

ZBTB7A

RETAINED PROTEIN DOMAINS
reading frame unclear

Zinc finger, C2H2 type

BTB/POZ domain

SUPPORTING READ COUNT

Split reads = 46
Discordant mates = 0


